ated at the very beginning of the first gene cassette (13) . Although the 19-bp duplication resulted in a suppression of this stop codon, another stop codon is present at the junction with the coding sequence of bla . Such duplication might affect the translation level of bla IMP-10 since this gene already displays a well-conserved ribosomal binding site. Southern blotting/hybridization experiments revealed that the bla IMP-10 gene was located on a plasmid of ϳ146 kb in both isolates (14) . Conjugation experiments failed to transfer bla IMP-10 (15). The clonal relatedness of the two IMP-10-producing A. baumannii isolates was assessed by pulsedfield gel electrophoresis (PFGE) using the ApaI restriction enzyme as described previously (16) and revealed that the two strains were identical. Multilocus sequencing typing (MSLT) was performed according to the Institut Pasteur scheme (17) . Both the Acb3035 and Acb3101 strains belonged to the new sequence type, 400 (ST400), which is not related to those of main clonal complexes known to have spread worldwide (Fig. 1C) .
Initially reported in 1997 (18), bla IMP-10 has been harbored by distinct integrons in Gram-negative bacilli, especially in Japan (18, 19) . Hu and Zhao reported Serratia marcescens isolates carrying bla IMP-1 or bla IMP-10 genes in class 1 integrons with identical cassette arrangements (19) , which is similar to our findings. IMP-10 differs from IMP-1 by a single base replacement of G¡T at nucleotide 145, leading to the amino acid substitution Val49Phe and a change to a ␤-lactam hydrolysis profile. Previous studies demonstrated that IMP-10, in comparison with IMP-1, lacks activity against extended-spectrum penicillins, the fourth-generation cephalosporin cefpirome, and monobactams but that it kept its activity against third-generation cephalosporins, cefepime, and carbapenems (19, 20) . However, in the studied A. baumannii isolates, this phenotype was masked by the overexpression of bla ADC and bla OXA-100 by ISAbaI.
This work describes a new class 1 integron, In990, harboring bla IMP-10 and reports for the first time, to our knowledge, IMP-10 among A. baumannii isolates. The natural occurrence of bla IMP-10 seems to be inherently associated with previous bla IMP-1 spread in the nosocomial environment, since both genes, in general, share the same backbone integrons. The events that promote the selection of bla IMP-10 are still unknown but may have been influenced 
